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AR RAZ TN X Gk 1) STS FEp#8 DEGHET TR, A3 A Rt —25 B X e (O AR il B
FIN, BfJE R MLPA AR X SEUE & B oE FAE B T RS W, 25 R AR R T IeiEs & 2 N EE 0 STS i
KB YEEEG T, R % I Xp22.31 AA7EE, B R/NA 1.6 Mb (chrX: 6,516,735-8,131,442) , Ji%
FE N 2 AN PE G G HEE . SeiER BR TR AE B RS WA ARSI LA . AP R XLL K &
TEAE STS SERESIR , ZB k51 & XLUREA IR 9% A8, MLPA J& XLI 23 Fi2 Wi 57 g Wi i 5 vl SERoR .
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Abstract: X-linked ichthyosis (XLI) is a metabolic disease with steroid sulfatase deficiency and often occurs at
birth or shortly after birth. The encoding gene of steroid sulfatase, STS, is located on the short arm of the X chromosome,
and STS deletion or mutation can lead to the development of this disease. This study collected the data on the clinical
phenotype from a family, and the proband, a boy aged 11 years with full-term vaginal delivery, had dry and rough skin
and black-brown scaly patches, mainly in the abdomen and extensor aspect of extremities. Peripheral blood samples
were collected from each family member and DNA was extracted. Multiplex ligation-dependent probe amplification
(MLPA) was used to measure the copy number of STS on the X chromosome. Whole-genome microarray was used to
determine the size of the segment with microdeletion in the X chromosome. MLPA was then used for prenatal diagnosis
for the mother of the proband. The results revealed that the proband and another two male patients had hemizygotes in
STS deletion. Gene microarray identified a rare deletion with a size of 1.6 Mb at Xp22.31 (chrX: 6,516,735-8,131,442).
Two female family members were found to be carriers. Prenatal diagnosis showed that the fetus carried by the proband’s
mother was a carrier of this microdeletion. This study showed STS gene deletion in this family of XLI, which causes
the unique skin lesions of XLI. MLPA is a convenient and reliable technique for the molecular and prenatal diagnosis of
XLI [Chin J Contemp Pediatr, 2016, 18(11): 1136-1140]
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ichthyosis, XL1) J& F 5% £ fa g . 1200 % &
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( Online Mendelian Inheritance in Man ) , ISCA %X
& % (International Standard for Cytogenomic Arrays
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