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Abstract: Objective

susceptibility to sepsis in full-term neonates through a prospective study. Methods

To study the association between interleukin-8 (IL-8) rs4073 polymorphisms and

A total of 50 neonates who were

diagnosed with sepsis based on positive blood culture from January to December 2017 were enrolled as the sepsis group.

Fifty neonates who had clinical symptoms and negative blood culture were enrolled as the clinical sepsis group. Fifty

neonates without infection were enrolled as the control group. Sequencing was used to detect the polymorphisms of IL-8

rs4073. The three groups were compared in terms of the frequencies of genotypes and alleles. A multivariate logistic

regression analysis was used to investigate the association of IL-8 rs4073 genotypes with sepsis in full-term neonates.

Results

There were significant differences in the frequencies of genotypes and alleles at IL-8 rs4073 among the three

groups (P<0.05). The logistic regression analysis showed that a low gestational age and TT genotype at IL-8 rs4073 were

risk factors for the pathogenesis of sepsis in neonates (P<0.05). Conclusions

at IL-8 rs4073 may be susceptible to sepsis.

The full-term neonates with TT genotype
[Chin J Contemp Pediatr, 2020, 22(4): 323-327]

Key words: Sepsis; Interleukin-8; Gene polymorphism; Neonate

B HE LI A 2 P A= e S AR A= A DE 1Y
TRHLGIEFE ILRIER, &S8O A= LI
T BB, FER A LG s v e
EHILERGHRRL A 0.1%, (BRRIERAT L 209,

4 i/ % -8 (interleukin-8, 1L-8 ) J& T CXC

[ scfi HIW ] 2019-10-15; [ #£3Z HIW | 2020-02-15
[HETmH | mmE DAERHEHImHE (2016NS131) .
[fEZE I ] MBSy, &, fit, AlF(TEN,

[fFEES ] RER, &, BEEN, Email: wuyuqin@etyy.cn,
323

SR

BT RIE, JERTRIEN 12—, TR -
WA A A B AR S R, TR S PR A
AL, LESRAR S A BIL ] e 2 E B A
TEIEF T OLT TL-8 & BARME, 1 LA SZ )60 A i
AR Y S0 B IS T R, AR R

K/
o



F2EE AW
2020 4F- 4 H

b E %A ILA R E

Chin J Contemp Pediatr

Vol.22 No.4
Apr. 2020

FIRES S T MUEE (1) % e B, 8t % 78 5 mT et
15 ERBE . B B RIMUNLAE 25 R r= AR . 2
B AERR  BLACE R X TL-8 YN 2250
VL I RE S R B T BB 2 1) B 56 R AT T ARGT,
5 0 1t i 1 2 S s P e A O Y ST
FEH 1L-8 JE A 14073 7 mi 2 28 7T fig Bl v
IL-8 W B3 i, AT 51 A K 48 s v s A
I, ARUREYR AT YER ST vk, e 11-8 A
Pl rs4073 A3 5 22 A AR A LIS AE o 3E 17955 151
XTHEBESE, SR PP ARSI 1L-8 LA 14073 £
MEAE, VIR IL-8 F N 2850 584 L
iE 1) SR R AR Sk, A 00 5 4R 8 )
BT A,
1 #ERERE
1.1 —RER
BEH 2017 4 1~12 A 75 B WA T L 28 B e 7 A
JLRHEBER R A B AL (G = 37 JH <42 1) |
FHIGAREEIR  ARAE, Homss 3= BHPERY 50 Fl8 LN
WCIMRE 2, An i % R A R SR T, Ao
HABFBAL IG5 th R AN G AT IR, 1B 5%
BRI AT AR S EAG A 2 SR BH P = 2 TR 50 4]
BILMIGRMUMAELL, 2 Wibs AR B8 rh e s 2E &
JURL 22 2538 A L2 20 2003 4R 32 Y A= L
Wl AE2Y7 5 %8 ) " S B 50 491 R34 e i AR
YL JE B A Lo XS IR, AR R 2 A AE . R
TR VEREYS | AR M EE R IL, FRRT. 7R
B TR AR G AE I I R, TOAT AT I R SR LA IR
S 2 K A AH SR SR YL R AR T SR . HEBR AR
(1) BIF=ESERIGIE (UNTE LB B 5 Kk
OIBREE) 5 (2) BIfFsEEER . AR
AT BEACBEZ: 51 2 AL HE (2016-03-012-KO01 ) ,
i BILE KB Z MG R E . W& 48
JLEEATERE, WIEGIE . B M. AR
Gt
1.2 LIWEMERK DNA RE

2541 B LI R A B B 58 5 i H L. AL C
RV (hs-CRP) | FEFSERE (PCT) M I 3%
FE T E KA, H EDTA BT k45 % 45 & Ik i
2 ml, —-80CVKFAI#MF. [#i/H] Wizard Genomic DNA
Purification Kit ( 32 [# Promega /A ] ) , % DNA ik

F & AR E UL TR E DNA, D0 E R, 3
RHEE IS KBRS, TR 56 11 DNA ik 5 18 3
| 50 ng/uL, % 384 FLH, —20°CHELE4 TS
1.3 5|¥i&it

i Genotyping Tools 2 MassARRAY Assay Design
AR A 1L-8 FE [H] 154073 {37 £ /) PCR 3™
B 5| Py S Bk BE G P 5] B, 1L-8 1s4073 L UiE 5]
. 5'-ACGTTGGATGCTGAAGCTCCACAATTT-
GGT-3', T8l ¥: 5-ACGTTGGATGGCCACTC-
TAGTACTATATCTG-3'"; Ff 5 K& 4E i |37 51 97«
5'-CACAATTTGGTGAATTATCAAA-3', FiiF5|4¥.
5'-CACAATTTGGTGAATTATCAAT-3',
1.4 PCR ¥ 1% PCR F=#i 14 A B b I8

PCR ¥ 18R £ & PCR £ AR, 7¢ 384 fL# b
HEAT, AR R EARFUA S ul: DNA 1 pl,
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