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Cloning and sequence analysis of UreB of Helicobacter pylori isolated from children

ZHOU Zhen-Wen, DENG Qiu-Lian, XIA Hui-Min, GENG Lan-Lan, LIANG Wei-He , XIE Yong-Qiang, HUANG Yong, GONG
Si-Tang. Guangzhou Women and Children’s Medical Center, Guangzhou 510120, China ( Email ;zhouzhenwen28@ 126. com)

Abstract: Objective To clone UreB gene of Helicobacter pylori ( H. pylori) isolated from children to pGEX-4T-1
expression plasmid, and do sequence analysis. Methods A pair of specific primer was designed according to H. pylori
UreB gene in the GenBank. Using H. pylori strains isolated from children as a template, a UreB gene was obtained by
PCR. After EcoR I and Not I digestion, the PCR production was linked with pGEX-4T-1 which was digested with the same
enzymes. The recombinant plasmid was transformed into E. coli BL21 and identified by double enzyme digestion and

A UreB gene
was successfully amplified from children’s H. pylori strain GZCH1. It was 1 710 bp in size. The objective band was

sequence analysis. The sequence results were compared with the gene sequence in the GenBank. Results

identified by double enzyme digestion. DNA sequence showed that UreB was in the correct open reading frame. The
sequence comparison analysis showed that DNA and amino acid sequence identities of UreB gene with other strains were
98% . The sequence of UreB of H. pylori strain GZCHI was submitted to GenBank ( accession number: FJ455126).

Conclusions  UreB of H. pylori strain GZCHI is successfully cloned to pGEX4T-1, which provides a basis for research of
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oral H. pylori vaccine.
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B o PRI T IR TH B 7K T 50 L 281K,
&85 8 min, 12 000 rpm 2.0 1 min, B EE/E N PCR
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PSR 7R I R 3 B W bk GZCHL Kk UreB
FH 4K 1710 bp, JR1HT ATG, 2 11T TAG, Hiil
7 FH 61 715,28, 28 HL N 5. 64, HIFSIE

%55 GenBank , B 555 FJ455126

(K3).

GENE ID: 6962949 ureB | urease B [Helicobacter pylori G27]

Score = 1075 bits (2781), Expect = 0.0
Identities = 562/569 (98%), Positives = 565/569 (99%), Gaps = 0/569 (0%)
Frame = +1
Query 1 MKKISRKEYVSMYGPTTGDKVRLGDTDLIAEVEHDYTIYGEELKFGGGKTLREGMSQSNN 180
MKKISRRKEYVSMYGPTTGDKVRLGDTDLIAEVEHDYTIYGEELKFGGGKT LREGMSQSNN
Sbjct 1 MKKISRKEYVSMYGPTTGDKVRLGDTDLIAEVEHDYTIYGEELKFGGGKTLREGMSQSNN 60
Query 181  PSKEELDLIITNALIVDYTgiykadigikdgkiagigkggnkdMQDGVKNNLSVGPATEA 360
PSKEELDLIITNALIVDYTGIYKADIGIKDGKIAGIGKGGNKDMQDGVKNNLSVGPATEA
Sbjct 61 PSKEELDLIITNALIVDYTGIYKADIGIKDGKIAGIGKGGNKDMQDGVKNNLSVGPATEA 120
Query 361 LAGEGLIVTAGGIDTHIHFISPQQIPTAFASGVTTMIGGGTGPADGTNATTIAPGRRNLK 540
LAGEGLIVTAGGIDTHIHFISPQQIPTAFASGVTTMIGGGTGPADGTNATTI PGRRNLK
Sbjct 121 LAGEGLIVTAGGIDTHIHFISPQQIPTAFASGVTTMIGGGTGPADGTNATTITPGRRNLK 180
Query 541 WMLRAAEEY SMNLGFLAKGNTSDDASLADQIEAGAIGFKIHEDWGTTPSAINHALDVADK 720
WMLRAAEEYSMNLGFLAKGNTS+DASLADQIEAGAIGFKIHEDWGTTPSAINHALDVADK
Sbjct 181 WMLRAAEEYSMNLGFLAKGNTSNDASLADQIEAGAIGFKIHEDWGTTPSAINHALDVADK 240
Query 721 YDVQVAIHTDT LNEAGCVEDTMAATIAGRTMHTFHTEGAGGGHAPDIIKVAGEHNILPAST 9S00
YDVQVAIHTDTLNEAGCVEDTMAAIAGRTMHTFHTEGAGGGHAPDIIKVAGEHNILPAST
Sbjct 241 YDVQVAIHTDT LNEAGCVEDTMAATIAGRTMHTFHTEGAGGGHAPDIIKVAGEHNILPAST 300
B3 W TEFEILES B GZCHI UreB 54T E G27 #REE FIRMELLE

FE A ) PR 43 A R i 5 GenBank 4f2 38 1Y
HpG27 FRAH LU AL 22 0], 24 3 R — B M35 98%

3 g
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FAFRE AR SRR A SRR R B KGR

Hp #E AR P 3 558 e 7 ORI, 240 1 0 A1 4 2
T B S . ASHETORE 1 Bk A i PR 4R 5 SEAG
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Cary-Blair 2[5 {4 15 F% 5 Al 2 2] b & 2 U AE .
PR AL AP T Hp Bk B SR 2, (A 4R
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v, WA R R AR L, S PR . JATE
i R L2 15 B RARAS s o0 T 24k Hp Bibk.
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HBA e B R AT A58 v e 701 I

afAs Hp UreB 3 IR A% R 5K, AR B 1% H]
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GST) YRl & R K HAE pGex4T-1, B AV IR 7 41 7
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UreB 5 GST FrZ8 Rl G 35, Bl T UreB-GST Fil
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AR OR3P M S SV, o2 Hp ¥ B 802 Wi bt 5t
) F LRI Z —, EHREHLUAARER R
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Bl i PR R A e AR T
SL3261 #k, F ik sz /N 12 il I, B s it 3R
i TgA Hrik, M H AT BURN v TR F A 7Tt
L BB R T R R WA I — R R
Michetti% ™ 4745 26 v & JE& & 1 R E 4 UreB Filfk
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TR (LT)  #A IS e A RO 1 B
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PEM AT B AR o i H AT Hp 5 8 F TR F A9
LB R B IE ARG (BRIA RS ) , — B AL IE 77
B (A7) BT (BB AT TR A7 A 0] 52 52 Al
LAV, Al AT I 2 A AT R RHRBLE, Gk
FEIFTRIS, W] U5 i 5 fa o B, O HLZF f a8 A4 st
AE BT M ) T 1 200 i ) Bk 4 L 5 O
R IRENIOE S R A

AW 7 E T Hp JLE HR (GZCHL) UreB
FL, LA UreB 982 731 111 IR 55 254 Hp 5%
AR T A5
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