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Study of genetic susceptibility in 198 children with asthma
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Abstract: Objective To analyze the frequency distribution of single nucleotide polymorphisms ( SNPs) of four
asthma-related gene loci (ACE I/D; ADRB2 Argl6Gly; TNF-a G-308A; MS4A2 Glu237Gly) in 198 asthmatic children,
and to investigate its association with genetic susceptibility to childhood asthma and some clinical phenotypes of asthma.
Methods
were used to determine the frequency distributions of the SNPs of the four asthma-related gene loci in 198 asthmatic
children and 110 healthy controls. The serum total IgE ( TIgE) levels and blood eosinophil proportion (% EOS) of the
asthmatic children were measured. Different genotypes at the four asthma-related gene loci were compared in terms of TIgE
and % EOS. Results The genotype DD of angiotensin-converting enzyme ( ACE) had a significantly higher frequency in
the asthmatic children than in the healthy controls (y* = 30.667, P <0.01), and the frequency of D allele was also
significantly higher in the asthmatic children than in the healthy controls (y* =7.151, P <0.01). No correlation was

Polymerase chain reaction product electrophoresis identification and real-time quantitative PCR detecting system

found between the polymorphism of each gene locus and serum TIgE level and % EOS (P > 0. 05). Conclusions
Genotype DD of ACE is related to genetic susceptibility to childhood asthma and may be the risk factor for childhood

[ Chin J Contemp Pediatr, 2012, 14(11) .811 - 814 ]
Asthma; Single nucleotide polymorphism; Genetic susceptibility; Child

asthma.
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F1 4MEHEHEXERCSSSEERARNILE (5)
ACE I/D ADRB2 Argl6Gly TNF-a G-308A MS4A2 Glu237Gly
415 Bil%k
/D 1/ID/DD A/G  AA/AG/GG A/G  AA/AG/GG A/G  AA/AG/GG
Xt B 2 110 139/ 81  44/51/15 117/103  31/55/24 17/203  0/17/93 181/39  76/29/5
I 2 198 206/190  83/40/75 241/155  71/99/28 35/361  5/25/168 313/83  126/61/11
¥ 7.151 30. 667 3.424 3.217 0.226 3.193 0.930 0.938
Py 0.007  <0.001 0.064 0.200 0.635 0.203 0.335 0.626
F2 4MEREEXEERMSSE 3 HERESZ ZE M TIGE 1 %EOS Ktk%
LR 55, FEH R %k TIgk X 1H P % EOS X 1E P
ACE I/D DD 75 30.53 0.042 0.979 77.08 2.916 0.233
D 40 30.08 61.22
1 83 29.43 69. 66
ADRB2 Argl6Gly AA 71 24.31 1.183 0.554 75.83 0.358 0.836
AG 99 29.96 69.80
GG 28 31.94 69.59
TNF-a G-308A AA 5 31.67 1.236 0.539 54.50 0.744 0.689
AG 25 25.08 73.91
GG 168 31.23 70. 55
MS4A2 Glu237Gly AA 126 25.50 2.088 0.352 83.05 5.080 0.079
AG 61 29.87 73.42
GG 11 33.43 63.73
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